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Part I1: Research, Teaching, and Clinical Contributions
C. Report of Other (Non-Funded) Activities

Investigator Bioinformaticstools for SNP analysis
Investigator Microarray data management
Investigator Computational analysis of genomic regulatory elements

D. Report of Teaching
1. Local contributions

a. Medical School Cour ses

2003-2004 HST 586
contact time prep time
Guest lecturer 15 Medical Students 2 hours/year none reported
for 1 year(s)

2004 HST 950
contact time prep time
15 Graduate Students 2 hours/year none reported
15 Other Students for 1 year(s)

d. Continuing Medical Education Cour ses

2002 The Genetics and Genomics of Innate Immunity in Lung Disease
L ecturer: 50 participants, 2 hours contact time per year, no prep time reported

2. Regional, national, or international contributions
a. Invited Presentations

Invited L ecture

I nter national

1998 A Knowledge-Based Web Server as a Development Environment for Web-Based
Knowledge Servers, |IEE Colloquium on Web-Based Knowledge Servers, London,
UK

2001 SNP Identification and Analysis using SNPper, 4th International Meeting on Single
Nucleotide Polymorphism and Complex Genome Analysis, Stockholm

National

2002 Implementation and usage of the CL-DNA library, International Lisp Conference

2002, San Francisco, CA
b. Professional L eadership Rolesrelated to Teaching

2001 International Bayesian Modelsin Medicine Workshop, AIME '01
Program Committee



2003 National 2003 International Lisp Conference
Program Committee

2004 I nternational Institute for Advanced Studies at University of Pavia
8-hour course on Bioinformatics and Computational Biology, part of an
International M.Sc. degreein "Complexity and its Interdisciplinary Applications"
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